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The results published here are, in part, based upon data generated by the Therapeutically Applicable Research to Generate Effective Treatments (TARGET) initiative managed by the NCI. The data used for this analysis (phs000218.v15.p5.c1) (Cell 165, 289-302; April 7, 2016) In the above article, which identifies circular RNAs derived from cancer-associated chromosomal translocations and shows their tumor-promoting properties, there is a duplicated plot panel in Figure 5 . This figure analyzes the role of the endogenous circular RNA f-circM9 in the maintenance of cancer cells. In panel 5G, which demonstrates that the knockdown of the endogenous f-circM9s in THP1 cells affects their survival, the plot showing the number of cells undergoing apoptosis upon treatment with shCircPR1 has been inadvertently replaced with the plot belonging to the cells treated with the shSCR shRNA. The quantitation shown in the chart in Figure 5G is correct, as it refers to the correct plot. The oversight on the plot panel was encountered only during assembly of the final panel of the figure. The panel has been corrected online and appears below; it supports the original conclusions that shCircPR1 does not affect the survival of the THP1 cells.
In addition, the sequence of the primers spanning the junction of the circM9_1, listed in Table S4 , was determined to be incorrect. The correct primers are: Fw: CCAGGCAACAAGCTGTGAAAA; Rv: CTCTTTTCCTCGACGGGCTT. Table S4 has also been corrected online, and we apologize for any confusion that these errors may have caused. 
